ABSTRACT Spiroplasma alleghenense PLHS-1 T (ATCC 51752) was isolated from the gut of a scorpion fly (Panorpa helena) collected in West Virginia. The complete genome sequence of this bacterium, which consists of a single 1,336,077-bp circular chromosome, is reported in this work.
short palindromic repeats (CRISPRs) were identified using CRISPRFinder v2017-05-09 (20) .
The complete genome sequence of Spiroplasma alleghenense PLHS-1 T consists of one circular chromosome that is 1,336,077 bp with 29.5% GϩC content; no plasmid was found. The annotation includes two sets of 16S-23S-5S rRNA genes, 30 tRNA genes (covering all 20 amino acids), 1,146 protein-coding genes, 1 pseudogene, and 1 CRISPR locus (chromosomal positions 1065812 to 1069081) containing 49 spacers.
Data availability. The Illumina raw reads have been deposited at the NCBI Sequence Read Archive under the accession number PRJNA205100. The genome sequence reported in this work has been deposited at GenBank/ENA/DDBJ under the accession number CP031376.
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